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Table S1
Diameter (mm) distribution for the first three orders of maple (Acer) roots Table S2 Mixed linear model analysis of biochemical traits among study sites, nitrogen (N) deposition treatments, and tissue type in a split-plot design Table S3 Major biochemical components and three litter quality indices of leaf litter and fine roots at each of the four forest sites receiving simulated nitrogen (N) deposition Table S4 Major biochemical components and three litter quality indices of spring and autumn fine roots across the four forest sites receiving simulated nitrogen (N) deposition Table S5 Analysis of two-way ANOVA (site × N deposition) on the annual litter production of leaf litter, fine roots, and total litter at the four northern hardwood forest study sites Table S6 Mixed linear model analysis of biochemical fluxes among study sites, nitrogen deposition treatments, and tissue types in a split-plot design Table S7 Analysis two-way ANOVA (site × N deposition) on the combined fluxes of leaf litter and fine root biochemical fluxes at the four northern hardwood forest study sites Methods S1 Sequential extraction for the extractive-free fraction The mixed linear models included fixed effects shown in the table and random effects of plots nested (n = 3) in (site × N treatment).
The degrees of freedom are shown as 'numerator df / denominator df'. Bold numbers: P < 0.05. AIF, acid-insoluble fraction; NSCs, non-structural carbohydrates. Values are means (SD) for each treatment in three plots from each site (n = 3). Significant N effects at: (*), P < 0.1; *, P < 0.05; **, P < 0.01. AIF, acid-insoluble fraction; NSCs, non-structural carbohydrates. Values are means (SD) with three replicated plots for each treatment at each of four sites (n = 12). Different letters in the same row indicate significant differences (P < 0.05). Significant main effects are shown (P < 0.05). AIF, acid-insoluble fraction; NSCs, nonstructural carbohydrates. †Condensed tannins (CTs) are a subset of plant phenolics. There is no generally-accepted CT standard for the acid-butanol assays used to determine CTs. Thus, the CT concentrations reported here should be interpreted more as relative comparisons between fine roots and leaf litter than absolute quantification. Bound tannins could be double-counted in AIF in this table, however, bound CTs only represented 11.8 % and 20.9 % of total CTs by average in fine roots and leaf litter, respectively (Table S3 ). ‡Unidentified portion is the difference between extractable fraction and the sum of soluble phenolics, non-structural carbohydrates, lipids, and soluble proteins. Bold numbers: P < 0.05. The mixed linear models included fixed effects shown in the table and random effects of plots nested (n = 3) in (site × N treatment).
The degree of freedom is shown as 'numerator df / denominator df'. Bold numbers: P < 0.05. AIF, acid-insoluble fraction; NSCs, nonstructural carbohydrates. Bold numbers: P < 0.05. AIF, acid-insoluble fraction; NSCs, non-structural carbohydrates.
